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INTRODUCTION

Escherichia coli causing urinary tract infection (UTI)
is prevalent in small animal practice. Analyzing
Escherichia coli sequence types (STs) provide
valuable insights into the epidemiology and
pathogenesis of UTIs. E. coli ST131 (E.coli-ST131)
isolates are highly pathogenic, because: broad
spectrum, several virulence-associated genes, and for
affecting humans widespread. Conversely, E.coli-
ST131 causing UTIs in dogs remains less explored.
The main aim of this study was to investigate the
frequency of E.coli-ST131 in canine UTIs. 

METHODS

Sixty Escherichia coli isolates from dogs with UTI

were selected (March to May 2023). Identification

and antimicrobial susceptibility testing were

performed (Phoenix® automated system), bacterial

DNA was submitted to identify ST131 by PCR.
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RESULTS

According to Clermont classification, nine isolates

(15%) were B2 phylogenetic group, and six of them

(10%) were ST131. Mixed-breed dogs represented

the largest group (31.7%), followed by Golden

Retrievers (13.3%), Shih Tzus (8.3%), and

Schnauzers (6.7%). Dogs over 7 years old were

73.3%, while younger age groups were: under 1 year

(1.7%), 1–4 years (6.7%), and 4–7 years (18.3%).

Female dogs were 61.4% (males 38.3%).
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DISCUSSION AND CONCLUSION

This study highlights the presence of this highly pathogenic
sequence type in 10% of canine UTIs caused by Escherichia
coli. Additionally, the B2 phylogenetic group, often
associated with extraintestinal virulent strains, accounted for
15% of the cases. So, a well-documented pathogen in human
may also play a significant role in canine UTI, underscoring
the potential for interspecies transmission and the need for
further research focusing on virulence factors, antimicrobial
resistance, and clinical implications within the One Health
framework.

The antimicrobial resistance profile revealed varying

levels of resistance, and the main were amoxicillin–

clavulanic acid (33.3%), ampicillin (55%),

ampicillin–Sulbactam (36.7%), cephalexin (33.3%),

cefovecin (33.3%), ceftriaxone (43.3%),

doxycycline (26.7%), enrofloxacin (36.7%),

levofloxacin (15%), marbofloxacin (35%),

norfloxacin (35%), and sulfamethoxazole–

Trimethoprim (26.7%).
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